Several methods for transcript mapping using SI nuclease have been described (1, 2). These methods use purified probe and hence involve multistep procedures for probe purification. Here I describe an easy and efficient method for transcript mapping which uses the probe without purification. The method synthesizes the probe by primer-extension and uses this probe directly for RNA:DNA hybridization which is then followed by mung bean nuclease (MBN) digestion. The method confirmed the previous result of transcript mapping of the cysD gene of Escherichia coli K-12 (3). The approach is shown in Figure 1 .

